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H7N9 resistant wild-type virus strains have been confirmed
China Health Network www.healthnet.com.cn 2018-05-08 00:42 Source:  China  Health
Network

Need to use different mechanisms against influenza virus drugs
(Reporter: Zhang Lei, Correspondent: Qiu Yuqing)

Recently, the United States medical magazine "Journal of Infectious Diseases" published a research paper jointly
developed by Professor Cao Bin of China-Japan Friendship Hospital, with the First Affiliated Hospital of Soochow
University, and the First Affiliated Hospital of Nanchang University, "In vivo changes in human patients infected with
key H7N9 avian influenza virus".

This study demonstrated the presence of the drug-resistant H7N9 virus wild strain, and indicated we require anti-
viral drugs with different mechanisms of action in order to hit back at the virus. In addition, this study adopted a method
of second-generation sequencing and analysis toward dynamically collected respiratory samples, which provides
important ideas for the further study of the evolution of the H7N9 avian flu virus in the host.

The H7N9 virus undergoes change(s) in infected individuals, the change(s) especially in the context of antiviral
therapy, was not clear previously. This study dynamically collected respiratory samples from 11 cases of H7N9. Then
they sequenced the H7NO virus by the second-generation sequencing to observe the variation in the key portions of the
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virus in various stages of disease progression and to calculate the proportion of the wild-type sequence in the variation.
After all, we can estimate the dynamic change(s) of the virus.

They found that of the 29 H7N9 whole-genome sequence samples from 11 cases, 9 cases had viral sequence
information at multiple time points. All patients received antiviral treatment with oseltamivir. Some patients also
received peramivir and hormone therapy. Virus evolution analysis showed that the virus in the same patient was
conservative in evolution, and the virus diversity among the cases was higher than the virus diversity inside the patients.
It is worth noting that the H7N9 virus has a dynamic change in the patient, and the NA292 and PB2627 loci are the
"hot spot" regions of the mutation. Despite emergence of drug resistance mutations under the selective pressure of
neuraminidase inhibitors, wild-type resistant virus strains remain.

Cao Bin said that although the study did not observe sustained mutations in the H7N9 virus in the host, "but due to
the small number of studies, it is too early to conclude. Future adaptive mutations in mammalian avian influenza virus
still need to be closely monitored to provide early warning for pandemic influenza."
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